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Abstract. Thirty eight ecotypes of watermelon were collected from different parts of Iran. After the preparation of the
field, these eotypes were cultivated in a completely randomized block design with three replications. In order to invest-
igate genetic diversity, genomic DNA samples were extracted from leaves and Polymerase chain reactions were
optimized using 14 SRAP primer pairs. One hundred thirty six polymorphic bands were detected, of which the EM10-
Me4 was the most abundant primer pair with 19 bands and EM16-Me4 and EM16-Mel4 were the least primer pairs
with 7 bands. PIC index varied from 0.20 to 0.32 and genetic diversity was 0.17 to 0.28 on the basis of Nei index.
Fisher's Linear Detection Analysis showed that the UPGMA method and the grouping accuracy of about 90% are more
appropriate than other cluster analysis methods. Cluster analysis, using Jakard method, was performed and the ecotypes
studied were classified into five distinct groups. Based on the PCA, the first and second components included 92.5% of
the variation, which represents the proper distribution of the markers on the whole genome.
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Table 1. Characteristics of the SRAP primers used in this study.
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5'-GACTGCGTACGAATTAAT-3'
5'-TGAGTCCAAACCGGACC-3'

5'-GACTGCGTACGAATTAAT-3'
5'-TGAGTCCAAACCGGCTA-3’

5'-GACTGCGTACGAATTGCA-3'
5'-TGAGTCCAAACCGGCTA-3'

5'-GACTGCGTACGAATITAG-3'
5'-TGAGTCCAAACCGGTGT-3'

5'-GACTGCGTACGAATTGCA-3’
5'-TGAGTCCAAACCGGTGT-3'

5'-GACTGCGTACGAATITAG-3'
5'-TGAGTCCAAACCGGACC-3'

5'-GACTGCGTACGAATITAG-3'
5'-TGAGTCCAAACCGGCTA-3'

5'-GACTGCGTACGAATTCGG-3'
5'-TGAGTCCAAACCGGGAC-3'

5'-GACTGCGTACGAATTAAT-3'
5S'TGAGTCCAAACCGGGAC-3'

5'-GACTGCGTACGAATITAG-3'
5'-TGAGTCCAAACCGGGAC-3'

5'-GACTGCGTACGAATTGCA-3’
5'-TGAGTCCAAACCGGGAC-3'

5'-GACTGCGTACGAATTCGG-3'
5'-TGAGTCCAAACCGGTGT-3'

5'-GACTGCGTACGAATTCGG-3'
5'-TGAGTCCAAACCGGCTA-3'

5'-GACTGCGTACGAATTCGG-3'
5'-TGAGTCCAAACCGGACC-3'
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Table 2. The number and frequency of alleles, the percent of polymorphism, Polymorphism Information Content (PIC),
Nei's gene diversity and Shannon information index generated from molecular data in studied watermelon samples.
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—o AV Jsbee ST oo ol a0 JSike ol Sk
coslizal 3550 gla ST o 51 Y Jada) Sl odaT s
OT 51w 5 e L V4 sl L EMI0-Med 56T
S L VF LEMI0-Mel4 s EM4-Me8 s 55T

s EM16-Mel4 ol ST 5 [Sadn Ll slaw o zi
1 Ko o b sliw o 28" Ll S sl L EM16-Me4
P Sl S e (PIO) ok SleMbl (gl goee . dzils
SHIY adr 53 gl 5 aralone anlllan S gla ST 51 S

o G ol 53 (PIC) Sk SleMbl (gl gos S

s> (Gvozadanovic-Varga et al., 2011)
.m>@¢utjv_<;3&,sjt@;w),z§z\jqus¢
S 03 37 e 55 51 Ol Shli 5 L 4 4 g e
o 5 QS S 5o W Al 5o s L A
VIS s S S 800a o L ok 4 (Kol
sl e Llazdly S0 gle Kl 48 e odalin
S g STl s ey Wb 6 S calade 6 JSCakr
YA+ ¢ sezs;5 SRAP ST AR Sl eslinal ¢ hagh ol s
5 Loy Ko A LU WP T o SIS sl Ol 1, WL


http://dx.doi.org/10.21859/acadpub.nbr.4.3.201
https://dor.isc.ac/dor/20.1001.1.24236330.1396.4.3.1.6
https://system.khu.ac.ir/nbr/article-1-3009-fa.html

[ Downloaded from system.khu.ac.ir on 2026-05-16 ]

[ DOR: 20.1001.1.24236330.1396.4.3.1.6 ]

[ DOI: 10.21859/acadpub.nbr.4.3.201 ]

206/Y%

Abdoli Nasab & Rahimi. Evaluation of diversity of watermelon using SRAP  SRAP i eslizal b sl siis (claes ST b5 . oy 5w ks

andllan 3 g Blakin Calisen 58T YA (ol o3l olss s o b s UPGMA (i) ol o o 5 o1 85505 =Y S
Fig. 2. Dendrogram of 38 studied watermelon ecotypes using UPGMA clustering method and simple matching

similarity coefficient

2S5 oSk als Ol 1y S5 g5 Ol on oS Med
Ol Sl 05l oy oy /) adlbe Cov Cone
ot 5SS Gl 50 el e 55 53 M
Sl Slaad 55 53 o sin 53 a0l o 55 +/FV 050
EM16-Me8 (EMI16-Mel4 ‘_;\A;)'&T RGOV R
Ol ol s g Ogla jestla o 2i lyls EMI0-MelO
~0553 (S5 5 Ll e ek oLl Gl ST &8 das s
S EMI-Med S56T 5 a8 ary for y mer
0L UPGMA. 5 gja glad s & o ayls | 05ls jesls
G e el G bl gies 8 S 0
om 4l Ol 5 Sl oy p S Gl s o Sl (o S
Lt g,y S 0TS a g it Bl o b olol s 0B
a6 3,5 Uob jles L (UPGMA) 2 o ol
s f 53 i oy (= M) K5 S S
..up;ﬂfu;”a\@uum;abww@;vts,\
Coygo Syl 215 5 Gs ey S slum pum (ol
b b ooy 1 (15 51 pa (ses S S 5 235

La)f@}‘.&gﬁ,ﬁfﬂﬁwjj%ﬁ&:cu

B N0 St Sl (gl e SSke 5 /FY B 0/NQ
Ol 4 EM16-Meld F 51T cis 53 PIC Ol op 50
Y Ol 44 EM16-Me8 ST i 0T 1 dm 5 +/YY
2l 3 B EET ol sl L suasOlis & Ab o
Sl T slis .ol Guows ) 3 eslital 3550 a5
sl ke 5y Ssline otdaddllas sla S o 5 e
B OVYF 1 el Cansas VO Cmam ST 53 50 o JIT
e G JT ool o i (Y Jgd) s e V/FY
s EM16-Me8 (EMI16-Mel4 ‘_;LAJfJ'L'pT 4 by
SIS S TSl g ¢l JS o= > EMI0-Mel0
Sa ez g 5 e (sla ST Szl s age (sla e
> 3 Ol$ e «(Zho et al., 2004) ol i sla JT
Pl (S5 g5 (o p o shes gm SlWlas ol b ST
bl §lr boatls p Seee WSS 23S ealial 4l pia
el (55 g5 e dalame 5 o b)) G 53 (S5 Y
YA WY G5 655 Ol &8 015 LS et le 3,597
5 EM16-Me8 (EM16-Mel4 s 56T 5 conl i
EMI- ST .wsls ol 1, S5 g5 cn e EM10-MelO


http://dx.doi.org/10.21859/acadpub.nbr.4.3.201
https://dor.isc.ac/dor/20.1001.1.24236330.1396.4.3.1.6
https://system.khu.ac.ir/nbr/article-1-3009-fa.html

[ Downloaded from system.khu.ac.ir on 2026-05-16 ]

[ DOR: 20.1001.1.24236330.1396.4.3.1.6 ]

[ DOI: 10.21859/acadpub.nbr.4.3.201 ]

207/Y+v

Nova Biologica Reperta 4(3) 201-208 (2017)

ToAY AT 5,Led F ale o i) pole 50 cng sladiily

032 7
. 2263
G19 024 .
: . 633
% i i *G26
. 3
o i, GO .08 o .. G35
o .
L Gl % ‘G T2, e 638
S ol Yh oo 008 “0l6 024 032
8 °G16 . -0.08;
GI7 Gge »
PR o G263 “l
’ 024 ;
'G29 o = e
6%
040

Coordinate 1

SRAP ST S 51 slue ool Slaatin 4 4 55 51 oslizul b 4l bin 3 S1YA (S5 655 15 pos =1 S
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